<html>

<head>
<title>Title</title>
</head>

<body>

<p>This is an R HTML document. When you click the <b>Knit HTML</b> button a web page will be generated that includes both content as well as the output of any embedded R code chunks within the document. You can embed an R code chunk like this:</p>

<!--begin.rcode
summary(cars)
end.rcode-->

<p>You can also embed plots, for example:</p>

<!--begin.rcode fig.width=7, fig.height=6
plot(cars)
end.rcode-->

</body>
</html>
Heart<- read.csv("C:/Users/LATITUDE 3440/Desktop/Excel Documents/Heart.csv")
> Heart
   age sex cp trtbps chol fbs restecg thalachh exng oldpeak slp caa thall output
1   63   1  3    145  233   1       0      150    0     2.3   0   0     1      1
2   37   1  2    130  250   0       1      187    0     3.5   0   0     2      1
3   41   0  1    130  204   0       0      172    0     1.4   2   0     2      1
4   56   1  1    120  236   0       1      178    0     0.8   2   0     2      1
5   57   0  0    120  354   0       1      163    1     0.6   2   0     2      1
6   57   1  0    140  192   0       1      148    0     0.4   1   0     1      1
7   56   0  1    140  294   0       0      153    0     1.3   1   0     2      1
8   44   1  1    120  263   0       1      173    0     0.0   2   0     3      1
9   52   1  2    172  199   1       1      162    0     0.5   2   0     3      1
10  57   1  2    150  168   0       1      174    0     1.6   2   0     2      1
11  54   1  0    140  239   0       1      160    0     1.2   2   0     2      1
12  48   0  2    130  275   0       1      139    0     0.2   2   0     2      1
13  49   1  1    130  266   0       1      171    0     0.6   2   0     2      1
14  64   1  3    110  211   0       0      144    1     1.8   1   0     2      1
15  58   0  3    150  283   1       0      162    0     1.0   2   0     2      1
16  50   0  2    120  219   0       1      158    0     1.6   1   0     2      1
17  58   0  2    120  340   0       1      172    0     0.0   2   0     2      1
18  66   0  3    150  226   0       1      114    0     2.6   0   0     2      1
19  43   1  0    150  247   0       1      171    0     1.5   2   0     2      1
20  69   0  3    140  239   0       1      151    0     1.8   2   2     2      1
21  59   1  0    135  234   0       1      161    0     0.5   1   0     3      1
22  44   1  2    130  233   0       1      179    1     0.4   2   0     2      1
23  42   1  0    140  226   0       1      178    0     0.0   2   0     2      1
24  61   1  2    150  243   1       1      137    1     1.0   1   0     2      1
25  40   1  3    140  199   0       1      178    1     1.4   2   0     3      1
26  71   0  1    160  302   0       1      162    0     0.4   2   2     2      1
27  59   1  2    150  212   1       1      157    0     1.6   2   0     2      1
28  51   1  2    110  175   0       1      123    0     0.6   2   0     2      1
29  65   0  2    140  417   1       0      157    0     0.8   2   1     2      1
30  53   1  2    130  197   1       0      152    0     1.2   0   0     2      1
31  41   0  1    105  198   0       1      168    0     0.0   2   1     2      1
32  65   1  0    120  177   0       1      140    0     0.4   2   0     3      1
33  44   1  1    130  219   0       0      188    0     0.0   2   0     2      1
34  54   1  2    125  273   0       0      152    0     0.5   0   1     2      1
35  51   1  3    125  213   0       0      125    1     1.4   2   1     2      1
36  46   0  2    142  177   0       0      160    1     1.4   0   0     2      1
37  54   0  2    135  304   1       1      170    0     0.0   2   0     2      1
38  54   1  2    150  232   0       0      165    0     1.6   2   0     3      1
39  65   0  2    155  269   0       1      148    0     0.8   2   0     2      1
40  65   0  2    160  360   0       0      151    0     0.8   2   0     2      1
41  51   0  2    140  308   0       0      142    0     1.5   2   1     2      1
42  48   1  1    130  245   0       0      180    0     0.2   1   0     2      1
43  45   1  0    104  208   0       0      148    1     3.0   1   0     2      1
44  53   0  0    130  264   0       0      143    0     0.4   1   0     2      1
45  39   1  2    140  321   0       0      182    0     0.0   2   0     2      1
46  52   1  1    120  325   0       1      172    0     0.2   2   0     2      1
47  44   1  2    140  235   0       0      180    0     0.0   2   0     2      1
48  47   1  2    138  257   0       0      156    0     0.0   2   0     2      1
49  53   0  2    128  216   0       0      115    0     0.0   2   0     0      1
50  53   0  0    138  234   0       0      160    0     0.0   2   0     2      1
51  51   0  2    130  256   0       0      149    0     0.5   2   0     2      1
52  66   1  0    120  302   0       0      151    0     0.4   1   0     2      1
53  62   1  2    130  231   0       1      146    0     1.8   1   3     3      1
54  44   0  2    108  141   0       1      175    0     0.6   1   0     2      1
55  63   0  2    135  252   0       0      172    0     0.0   2   0     2      1
56  52   1  1    134  201   0       1      158    0     0.8   2   1     2      1
57  48   1  0    122  222   0       0      186    0     0.0   2   0     2      1
58  45   1  0    115  260   0       0      185    0     0.0   2   0     2      1
59  34   1  3    118  182   0       0      174    0     0.0   2   0     2      1
60  57   0  0    128  303   0       0      159    0     0.0   2   1     2      1
61  71   0  2    110  265   1       0      130    0     0.0   2   1     2      1
62  54   1  1    108  309   0       1      156    0     0.0   2   0     3      1
63  52   1  3    118  186   0       0      190    0     0.0   1   0     1      1
64  41   1  1    135  203   0       1      132    0     0.0   1   0     1      1
65  58   1  2    140  211   1       0      165    0     0.0   2   0     2      1
66  35   0  0    138  183   0       1      182    0     1.4   2   0     2      1
67  51   1  2    100  222   0       1      143    1     1.2   1   0     2      1
68  45   0  1    130  234   0       0      175    0     0.6   1   0     2      1
69  44   1  1    120  220   0       1      170    0     0.0   2   0     2      1
70  62   0  0    124  209   0       1      163    0     0.0   2   0     2      1
71  54   1  2    120  258   0       0      147    0     0.4   1   0     3      1
 [ reached 'max' / getOption("max.print") -- omitted 232 rows ]
> attach(Heart)
> library(psych)
Warning message:
package ‘psych’ was built under R version 4.0.3 
> describe(sex, data=Heart)
   vars   n mean   sd median trimmed mad min max range  skew kurtosis   se
X1    1 303 0.68 0.47      1    0.73   0   0   1     1 -0.78    -1.39 0.03
> describe(Heart)
         vars   n   mean    sd median trimmed   mad min   max range  skew kurtosis
age         1 303  54.37  9.08   55.0   54.54 10.38  29  77.0  48.0 -0.20    -0.57
sex         2 303   0.68  0.47    1.0    0.73  0.00   0   1.0   1.0 -0.78    -1.39
cp          3 303   0.97  1.03    1.0    0.86  1.48   0   3.0   3.0  0.48    -1.21
trtbps      4 303 131.62 17.54  130.0  130.44 14.83  94 200.0 106.0  0.71     0.87
chol        5 303 246.26 51.83  240.0  243.49 47.44 126 564.0 438.0  1.13     4.36
fbs         6 303   0.15  0.36    0.0    0.06  0.00   0   1.0   1.0  1.97     1.88
restecg     7 303   0.53  0.53    1.0    0.52  0.00   0   2.0   2.0  0.16    -1.37
thalachh    8 303 149.65 22.91  153.0  150.98 22.24  71 202.0 131.0 -0.53    -0.10
exng        9 303   0.33  0.47    0.0    0.28  0.00   0   1.0   1.0  0.74    -1.46
oldpeak    10 303   1.04  1.16    0.8    0.86  1.19   0   6.2   6.2  1.26     1.50
slp        11 303   1.40  0.62    1.0    1.46  1.48   0   2.0   2.0 -0.50    -0.65
caa        12 303   0.73  1.02    0.0    0.54  0.00   0   4.0   4.0  1.30     0.78
thall      13 303   2.31  0.61    2.0    2.36  0.00   0   3.0   3.0 -0.47     0.25
output     14 303   0.54  0.50    1.0    0.56  0.00   0   1.0   1.0 -0.18    -1.97
           se
age      0.52
sex      0.03
cp       0.06
trtbps   1.01
chol     2.98
fbs      0.02
restecg  0.03
thalachh 1.32
exng     0.03
oldpeak  0.07
slp      0.04
caa      0.06
thall    0.04
output   0.03
> table(sex)
sex
  0   1 
 96 207 
> summary(age,chol, data=Heart)
   Min. 1st Qu.  Median    Mean 3rd Qu.    Max. 
  29.00   47.50   55.00   54.37   61.00   77.00 
> summary(age,chol, data=Heart)
   Min. 1st Qu.  Median    Mean 3rd Qu.    Max. 
  29.00   47.50   55.00   54.37   61.00   77.00 
> str(Heart) 
'data.frame':	303 obs. of  14 variables:
 $ age     : int  63 37 41 56 57 57 56 44 52 57 ...
 $ sex     : int  1 1 0 1 0 1 0 1 1 1 ...
 $ cp      : int  3 2 1 1 0 0 1 1 2 2 ...
 $ trtbps  : int  145 130 130 120 120 140 140 120 172 150 ...
 $ chol    : int  233 250 204 236 354 192 294 263 199 168 ...
 $ fbs     : int  1 0 0 0 0 0 0 0 1 0 ...
 $ restecg : int  0 1 0 1 1 1 0 1 1 1 ...
 $ thalachh: int  150 187 172 178 163 148 153 173 162 174 ...
 $ exng    : int  0 0 0 0 1 0 0 0 0 0 ...
 $ oldpeak : num  2.3 3.5 1.4 0.8 0.6 0.4 1.3 0 0.5 1.6 ...
 $ slp     : int  0 0 2 2 2 1 1 2 2 2 ...
 $ caa     : int  0 0 0 0 0 0 0 0 0 0 ...
 $ thall   : int  1 2 2 2 2 1 2 3 3 2 ...
 $ output  : int  1 1 1 1 1 1 1 1 1 1 ...
> reg.lm1<- lm(chol~age, Heart)
> plot(chol~age,main= "Scatter  plot for Cholestrol and Age", data= Heart)
> abline(coef(reg.lm1))
> reg.lm1

Call:
lm(formula = chol ~ age, data = Heart)

Coefficients:
(Intercept)          age  
    179.967        1.219  

> hist(Heart$restecg,freq=FALSE,main="Histogram",ylab="chol",col="red")
> restecg1<-factor(restecg,levels=c(0,1),labels=c("Yes","No"))
> wel<-table(Heart$chol,Heart$restecg) 
> chisq.test(wel,correct =FALSE) 

	Pearson's Chi-squared test

data:  wel
X-squared = 329.1, df = 302, p-value = 0.136

Warning message:
In chisq.test(wel, correct = FALSE) :
  Chi-squared approximation may be incorrect
> ggplot(Heart,aes(x=restecg,y=trtbps),col="green")+geom_boxplot()
Error in ggplot(Heart, aes(x = restecg, y = trtbps), col = "green") : 
  could not find function "ggplot"
> wel1<- table(Heart$trtbps,Heart$restecg)  
> chisq.test(wel1,correct = FALSE)

	Pearson's Chi-squared test

data:  wel1
X-squared = 150.02, df = 96, p-value = 0.0003529

Warning message:
In chisq.test(wel1, correct = FALSE) :
[bookmark: _GoBack]  Chi-squared approximation may be incorrect
